Fabio Luciani Curriculum Vitae

Personal details

Address:    
29 Dudley Street Bondi NSW 2026 Australia

Citizenship: 
Italian 

Date of birth: 
April 18, 1974  

Telephone: 
+61 2 93434388  (home)

+61 2 9385 3701 (office)

                       
+61 405 588684  (mobile)

E-mail: 
luciani@unsw.edu.au
Employment History

	Research Assistant                                                                      July 2002 - July 2005


Institute: 
Institute for Theoretical Biology, Humboldt University Berlin, Germany 

Supervisor:
Dr. Michal Or-Guil 

Funding:
Volkswagen Foundation, Germany

Topics: 
Mathematical models of antigen presentation and of the dynamics of T cell clones. 

	Post-doctoral Researcher 
	               September 2005 - August 2008


Institute: 
School of Biotechnology and Biomolecular Sciences, University of New South Wales, Australia. 

Supervisor:
Dr. Mark Tanaka

Funding:
Australian Research Council  

Topics: 
Mathematical models and bioinformatics approach to study transmission of mycobacteria tuberculosis. 
Awards and Scholarships                                                                    

	Award                                                                                                                      2000


Institute: 
SISSA, International School for Advanced Studies Trieste, Italy

Winner of the national competition “Premio Lando Caiani” for the best Masters Thesis in the field of Theoretical Physics in the year 2000. The work was raised for its originality and exemplary interdisciplinary study.

	Award                                                                                                                      2000


Institute: 
Bank Banca Popolare di Lanciano e Sulmona

Winner of the national competition for the best Masters Thesis with maximum marks “110/110 e lode” of the year 2000. 

	Scholarship                                                                 September 2001 – August 2002


Institute: 
Max Planck Institute for the Physics of Complex Systems Dresden, Germany

Supervisors: 
Dr. Markus Baer, Dr. Michal Or-Guil

Funding:
Max Planck Society, Germany

Topics: 
Mathematical models of antigen presentation and of the dynamics of T cell clones. 

	Scholarship                                                                      July 2000 – September 2001


Institute: 
Institute of Experimental Pathology, University of Bologna, Italy. 

Supervisor: 
Prof. Claudio Franceschi

Funding:
Interdepartmental Centre for Studies on Biophysics, Bioinformatics and Biocomplexity ‘L. Galvani’ (CIG), University of Bologna, Italy
Topics:   
Mathematical models for the dynamics of the immune system during ageing.
Education

	PhD in Biophysics                                                                                   January 2006


Institute: Humboldt University of Berlin, Germany

Results: Magna Cum Laude 

Supervisor: Dr. Michal Or-Guil 

Thesis: Designing Models for the Dynamics of T-Cell Clones: Antigen Presentation and Ageing

	Masters in Theoretical Physics                                                                     June 2000


Italian Degree “Laurea in Fisica” obtained before the Bologna Agreement 

Institute: University of Bologna (Italy)

Results: full marks cum laude (Italian marks: 110/110 magna com laude) 

Supervisors: Prof. Giorgio Turchetti and Prof. Claudio Franceschi 

Thesis: “Modelli Fisico-Matematici per l’Immunosenescenza”, (Physical-Mathematical Model For Immunosenescence)

	Electric Engineering                                                        September 1993 - July 1995


Institute: University of Naples Federico II, Italy

Results: successfully completed four semesters. Average mark 93 %

	High School Diploma                                                                                    June 1993


Institute: Liceo Scientifico Galileo Galilei Lanciano, Italy 

Results: 54/60 (90%)
Computer Skills

Programming languages: 
Proficiency in Fortran, C/C++, and Python

Scientific Software: 
Proficiency in Latex, Matlab, Mathematica, R, Gnuplot, xmgrace, and Maple.


Good knowledge of Java, MySQL.

Operating Systems: 

Proficiency in UNIX/Linux, Mac OS and WINDOWS

Language Skills

Italian: 
mother tongue

English:
proficiency level

German: 
proficiency level

Spanish: 
intermediate level

Publications list

Articles (Peer-reviewed) 

1) Mishto M., Luciani F., Holzhütter H.G., Bellavista E., Santoro A., Textoris-Taube K., Franceschi C., Kloetzel P.M., Zaikin A. 
Proteasome modelling algorithm to predict in vitro kinetics of 20S proteasome degradation. J Mol Biol. 2008 Apr 11;377(5):1607-17. 

2) Pomati F., Orlandi C., Clerici M., Luciani F., Zuccato E. 

Effects and interactions in an environmentally relevant mixture of pharmaceuticals Toxicological Sciences. 2007 Nov 28; [Epub ahead of print], Impact Factor 3.6
3) Luciani F., Francis A., Tanaka M. 

Interpreting genotype cluster sizes of Mycobacterium tuberculosis isolates typed with IS6110 and Spoligotyping. 

Accepted for publication, November 2007 in Infections, Genetics and Evolution. Impact Factor (expected to be > 3.5).

4) Tanaka M., Francis A., Luciani F., Sisson S. 

Using approximate Bayesian computation to estimate tuberculosis transmission parameters from genotype data. Genetics 2006 Jul;173(3):1511-20. 

Impact Factor:  4.289

5) Luciani F, Keşmir C., Mishto M, Or-Guil M., De Boer RJ. 

A mathematical  model of protein degradation by the proteasome.  

Biophysical Journal, 2005. 88 (April): p. 1-11.  Impact Factor:  4.507

6) Luciani F., Turchetti G., Valensin S., Bonafe M., Franceschi C. 

A stochastic model for the clonal expansion of cytotoxic T lymphocytes. 

Ricciardi L.M. and Sato S. (eds.) Special Issue on BIOCOMP 2002, p. 439-453. SCMJ, Vol. 58, No. 2, 2003. JAMS, Osaka.

7) Luciani F., Valensin S., Vescovini R., Sansoni P., Fagnoni F., Franceschi C., Bonafe M., Turchetti G.

A stochastic model for the CD8+ T cell dynamics in human Immunosenescence: implications for Survival and Longevity.  

Journal of Theoretical Biology, 2001 Dec 21; 213(4):587-97. Impact Factor: 1.959

8) Luciani F, Turchetti G., Franceschi C., Valensin S. 

A mathematical model for the Immunosenescence. 

Rivista di Biologia/Biology Forum May-Aug;94(2):305-18, 2001. 

Impact Factor: 0.413

Book Chapters (Peer-reviewed)

1) Luciani F., Nielsen M., Keşmir C., Di Napoli M.

Theoretical models for proteasome function: predictive methods to understand the ubiquitin protein system in neurodegenerative diseases. 

In: The UPS in The Nervous System: from Physiology to Pathology. 

Editors M. Di Napoli & C. Wojcik. Nova Publishers 2007. ISBN: 1-60021-749-4

2) Zaikin A., Luciani F., Kurths J.

Constructing a virtual proteasome. In: Biosimulation in Drug Development. 

Editors Bertau, Mosekilde, Westerhoff. Wiley-VCH, January 2007. 

In print ISBN: 978-3-527-31699-1

3) Luciani F., Zaikin A.

Mathematical models of the proteasome product size distribution.

In: Irreversible Prozesse und Selbstorganisation.  Editors: Schimansky-Geier, L., Malchow, H., and Poeschel, T. Logos-Verlag, Berlin, p. 279-292. 

September 2006. ISBN 978-3-8325-1350-4 

4) ProteaMAlg: a Proteasome Modelling Algorithm to predict kinetics of protein degradation.  Michele Mishto, Fabio Luciani, Elena Bellavista, Aurelia Santoro, Alexey Zaikin  and Claudio Franceschi. 

Book Chapters from Conferences (Peer-reviewed)

1) Turchetti G., Luciani F., Mariani L.

Environmental randomness and survival probability. In: Mathematical Modelling in Biology and Medicine, 5th ESMTB Conference, V. Capasso Editor.

The MIRIAM Project Series, Progetto Leonardo, ESCULAPIO Pub. Co., Bologna, Italy, 2003 p.403-409.  ISBN 88-7488-055-3

2) Turchetti G., Mariani L., Luciani F., A Stochastic model of immune system aging. 

Proceeding of the workshop Modeling Biomedical Signals. 

Editors: Nardulli Stramaglia, World Scientific New Jersey, 2002: p. 80-89.

ISBN: 9810248431

Articles (Non-peer-reviewed)

1) Or-Guil M, Luciani F., Carneiro J.

Clonal expansion of cytotoxic T cell clones: the role of the Immunoproteasome. Proceedings of the 5th Symposium on Mathematical and Computational Biology 2005, p. 199.  ISBN 85-7650-064-7

2) F. Luciani, G. Turchetti, C. Franceschi, S. Valensin

Processi stocastici in biologia: memoria immunologica ed immunosenescenza, Atti del Convegno Nazionale di Biologia Teorica, Arcidosso, Italy. September 1999

In Preparation

1) Luciani F., Sisson S., Jiang H., Francis A., Tanaka M. 

The transmission of drug resistance strains of Mycobacterium tuberculosis revealed from molecular epidemiology data. Is nearing submission to Nature Medicine.

2) Luciani F., Mak C..

The role of immunoproteasomes during the immune response against intracellular pathogens: a simulation approach. Is nearing submission to Immunology and Cell Biology.

3) Tang C., Reyes P., Luciani F., Francis A., Tanaka M.

SpolTools: online utilities for analyzing tuberculosis spoligotypes. Is nearing submission to Bioinformatics.

Conference Abstracts and Invited Talks 

Portugal

Invited at Medicien informatics Coogee Februart March 2008

Blanca gallego

1) Sixth ECMTB, European Conference on Mathematical and Theoretical Biology ECMTB05. 

Mini-symposia: A mathematical model of protein degradation by the proteasome and its role during an immune response. Dresden, Germany, July 2005.

Invitation from Prof. Wolfgang Alt, Institute of Theoretical Biology, Bonn University, Germany   

2) Conference on Computational and Mathematical Population Dynamics. 

A mathematical model for proteasome degradation: channel configuration regulates the fragment length distribution. Trento, Italy, 21-25 June 2004.

Invitation from Prof. Rob De Boer, Institute of Theoretical Biology, Utrecht University, the Netherlands

3) Sixth Workshop on Proteasomes: Theory, Experiment and Immunological aspects.

Mathematical modelling of the proteasome degradation: channel size regulates the fragment length distribution. Tuebingen, Germany, July 2003. 

Invitation from Dr. Kristina Kuttler and Prof. M. Hadeler, Institute of Mathematics, Tuebingen University, Germany

4) BIOCOMP 2002: Meeting on Bio-complexity. T cell clonal expansion: homeostasis and chronic stress. Vietri sul Mare, Italy, June 2002. 

Invitation from Prof. Ricciardi, Department of Mathematics, University of Naples, Italy

5) SISSA, International School for Advanced Studies Trieste, Italy, November 2000.

Invited Speaker: “Stochastic models for the immunological memory and Immunosenescence”.
Conference Abstracts and Posters

1) Third Charité Zeuthener See workshop: The Function of the proteasome system in MHC class I antigen processing, Berlin, Germany. Abstract and Poster: Predicting the effects of PA28, polypeptide sequence and length on the in vitro kinetics of 20S proteasome degradation, April 20-23, 2007.

2) Bioinformatics Australia, Australia Bioinformatics Meeting, Sydney, Australia. Abstract and Poster: Stochastic modelling and approximate Bayesian computation methods to study the transmission dynamics of tuberculosis, November 2006. 

3) Sixth International Workshop on Proteasomes, Clermont-Ferrand, France. Abstract and Poster: The clonal expansion of cytotoxic T cell clones: the role of the immunoproteasome”, April 24-26, 2005.

4) Joint Meeting between the Department of Biochemistry and the Theoretical Immunology Group of the Humboldt University Berlin Germany. A mathematical model of protein degradation: the proteasome. March 2004.

5) Autumn school Theoretical Immunology. The role of proteasome degradation during the immune response. October 14 - 16, 2002. 

6) Fifth ECMTB, European Conference on Mathematical and Theoretical Biology, 

Mathematical Modelling & Computing in Biology and Medicine. Poster presentation: Survival probabilities from the deterministic evolution in a random environment. Milano, Italy, July 2-6 2002. 

7) Workshop: Theory in Immunology. Zentrum fur Interdisziplinare Forschung (ZIF). Abstract: Stochastic processes in the immune system. University of Bielefeld Germany, February-March 2001.

8) First International MTBio Workshop on Function and Regulation of Cellular Systems: Experiments and Models. Stochastic processes in Immunology: T cell dynamics and Immunosenescence. Dresden, Germany, June 2001. 

9) Italian National Workshop on Statistical Mechanics, Parma, Italy. Abstract and Poster: Stochastic processes to model ageing of the immune system. June 2000.

10) International School of Physics E. Fermi, courses CXLV: Protein Folding, evolution and design. Varenna, Italy. Poster presentation: Stochastic processes in Biology: implications for survival and longevity. July 2000.

Scientific Collaborations

Prof. Peter-Michael Kloetzel 

Institute: 
Institute of Biochemistry, Charité, Humboldt University, Berlin, Germany
Topics:
Mathematical modelling of in vitro proteasome degradation and its role in the immune response.

Prof. Rob De Boer and Dr. Can Kesmir 

Institute: 
Institute of Theoretical Biology, Utrecht University, the Netherlands
Topics: 
Mathematical modelling of proteasome degradation and the dynamics of the immune response against intracellular pathogens. 

Established during a sabbatical of six months (January-June 2004). 

Prof. Claudio Franceschi and Dr. Michele Mishto
Institute:
Department of Experimental Pathology and Interdepartmental Centre for Studies on Biophysics, Bioinformatics and Biocomplexity “L. Galvani” (CIG), University of Bologna, Italy.
Topics: 
Mathematical modelling of in vitro proteasome degradation and its role in the immune response.

Prof. Giorgio Turchetti

Institute:
Department of Physics University of Bologna, Italy

Director of the Interdepartmental Centre for Studies on Biophysics, Bioinformatics and Biocomplexity “L. Galvani” (CIG), University of Bologna, Italy
Topics: 
Mathematical modelling of the immune response using individual- based models.

Dr. Scott Sisson

Institute:
School of Mathematics and Statistics, University of New South Wales

Topics: 
Bayesian computation to estimate parameters in stochastic modelling of infectious diseases from molecular epidemiology data.

Dr. Andrew Francis

Institute:
School of Computing and Mathematics, University of Western Sydney

Topics: 
Population genetics and modelling the transmission dynamics of Mycobacterium tuberculosis.

Dr. Alexey Zaikin

Institute:
Department of Mathematics, University of Essex, UK

Topics: 
Mathematical modelling of the kinetics of proteasome degradation. 

Dr. Mario Di Napoli (MD)

Institute: 
Neurological Section SMDN - Centre for Cardiovascular Medicine and Cerebrovascular Disease Prevention, Sulmona, Italy

Topics: 
The proteasome kinetics in neurodegenerative diseases. 

Dr. Francesco Pomati 

Institute:
School of Biotechnology and Biomolecular
Sciences, University of New South Wales, Sydney
Topics: 
Role of BMAA, a natural non-protein amino acid, on proteasome degradation efficiency and neurodegeneration.
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